Proteins

Amino Acids: Structure & Classification
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FIGURE 4-22 Some uncommon amino acid residues that are tide chain biosynthesis. Those amino acid residues that are de-
components of certain proteins. All of these residues are modi- rivatized at their N, position occur at the N-termini of proteins.
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acids that are not components of proteins.
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 Amino acid + a-ketoglutarate = a-keto acid + glutamate

* Glutamate + oxaloacetate = a-ketoglutarate + aspartate
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